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[bookmark: _Toc2]Article summary:
1. This article presents a new method for discovering RNA targets of RNA-binding proteins and ribosomes, called Robust Single-Cell Discovery (RSD).
2. The data used in this study has been deposited in NCBI’s Gene Expression Omnibus (GEO) and the source code and analysis scripts are available as Supplementary Software.
3. This method is based on existing technologies such as enhanced CLIP (eCLIP), Ribo-seq, polysome sequencing, and HyperTRIBE, which allow for transcriptome-wide protein-RNA interactions to be detected with high accuracy.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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This article provides a detailed overview of the Robust Single-Cell Discovery (RSD) method for discovering RNA targets of RNA-binding proteins and ribosomes. The authors provide evidence for their claims by citing existing research studies that have used similar methods to detect transcriptome-wide protein-RNA interactions with high accuracy. Furthermore, they provide access to the raw data used in this study through NCBI’s Gene Expression Omnibus (GEO), as well as source code and analysis scripts for edit quantification as Supplementary Software. 
The article appears to be reliable and trustworthy overall, however there are some potential biases that should be noted. For example, the authors do not explore any counterarguments or present any opposing views on the topic. Additionally, they do not discuss any possible risks associated with using this method or note any potential limitations of the RSD approach. Finally, it is unclear if the authors have considered all relevant points of consideration when discussing their findings or if they have left out any important information that could affect their conclusions.
[bookmark: _Toc5]Topics for further research:
· RNA-binding protein-RNA interactions
· Risks associated with RSD method
· Limitations of RSD approach
· Counterarguments to RSD method
· Gene Expression Omnibus (GEO)
· Transcriptome-wide protein-RNA interactions
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