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[bookmark: _Toc2]Article summary:
1. Computational analysis of archaeal genomes revealed putative H/ACA sRNAs in four Sulfolobales species and Aeropyrum pernix that might guide Psi 35 formation in pre-tRNA(Tyr)(GUA).
2. Comparison of Pus7-like enzymes encoded by archaeal genomes revealed amino acid substitutions in motifs IIIa and II in Sulfolobales and A. pernix Pus7-like enzymes, which are essential for catalysis.
3. Experiments showed that the presence of an A residue 3' to the target U residue is required for P. abyssi aPus7 activity, while the reconstituted S. solfataricus H/ACA sRNP does not require this residue for activity.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
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This article provides a detailed overview of the potential role of H/ACA sRNAs in rescuing deficiency of tRNATyr:Psi 35-synthase aPus7 in Archaea of the Sulfolobales order. The authors provide evidence from computational analysis, experiments, and comparison of Pus7-like enzymes encoded by archaeal genomes to support their claims. The article is well written and provides clear explanations for each step taken to reach their conclusions. 
The authors do not appear to be biased or partial towards any particular point of view, as they present both sides equally and explore counterarguments where necessary. They also note possible risks associated with their findings, such as potential misregulation or incorrect targeting due to mutations or other factors that could lead to incorrect modification of tRNA molecules. 
The article appears to be reliable and trustworthy overall, as it is based on solid evidence from experiments and computational analysis conducted by the authors themselves, rather than relying on unsupported claims or promotional content from outside sources. Furthermore, all relevant points are considered and explored thoroughly throughout the article, making it comprehensive yet concise at the same time.
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· Sulfolobales Archaea
· tRNATyr:Psi 35-synthase aPus7
· H/ACA sRNA function
· tRNA modification
· Archaeal genome analysis
· Misregulation of tRNA molecules
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