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[bookmark: _Toc2]Article summary:
1. DAP-seq is a high-throughput method for discovering TF binding sites in an organism's cistrome.
2. This method uses in-vitro expressed TFs to interrogate genomic DNA, allowing for the incorporation of tissue-specific DNA chemical modifications and TF-specific chemical sensitivities into the binding profiles.
3. DAP-seq datasets provide insight into the biology and binding site architecture of numerous TFs, demonstrating its value for cost-effective cistromic and epicistromic annotation in any organism.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article “Cistrome and Epicistrome Features Shape the Regulatory DNA Landscape” provides a comprehensive overview of the DAP-seq method for discovering transcription factor (TF) binding sites in an organism’s cistrome. The article is well written and provides a clear explanation of the method, as well as its potential applications. The authors provide evidence to support their claims, such as data from Arabidopsis thaliana experiments that demonstrate how methylation sensitivity impacts epicistrome landscape. 
The article does not appear to be biased or one sided, as it presents both sides of the argument equally and does not make unsupported claims or omit counterarguments. Furthermore, there is no promotional content or partiality present in the article, and all possible risks are noted throughout. 
In conclusion, this article appears to be trustworthy and reliable due to its comprehensive coverage of the topic at hand and lack of bias or unsupported claims.
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