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[bookmark: _Toc2]Article summary:
1. Transcription factors (TFs) regulate target gene expression by binding to specific consensus motifs in their enhancers and promoters.
2. The dynamic methylation of DNA is regulated by a balance of DNA methyltransferases and the ten–eleven translocation (TET) family of dioxygenases.
3. Somatic mutations of several key regulators of DNA methylation including DNMT3A, IDH1, IDH2, and TET2 have been detected in almost all types of hematopoietic cancers.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article provides an overview of the mechanisms that regulate the activities of TET proteins, with a focus on their role in hematopoietic malignancies. The article is well-written and provides a comprehensive review of the current literature on this topic. It is clear that the authors have conducted extensive research into this area and have provided detailed information about the various aspects related to TET proteins and their role in regulating gene expression. 
The article does not appear to be biased or one-sided in its reporting, as it presents both sides equally and does not make any unsupported claims or omit any points of consideration. Furthermore, it provides evidence for its claims through references to relevant studies and research papers. Additionally, it does not contain any promotional content or partiality towards any particular viewpoint or opinion. 
The article also mentions potential risks associated with mutations in key regulators of DNA methylation such as DNMT3A, IDH1, IDH2, and TET2 which can lead to hematopoietic malignancies. However, it does not explore possible counterarguments or alternative explanations for these findings which could provide further insight into this topic. 
In conclusion, this article is reliable and trustworthy due to its comprehensive coverage of the topic at hand and its lack of bias or one-sided reporting. However, further exploration into possible counterarguments or alternative explanations for the findings mentioned could provide additional insight into this area of research.
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· DNMT3A mutations and hematopoietic malignancies
· IDH1 and IDH2 mutations and hematopoietic malignancies
· TET2 mutations and hematopoietic malignancies
· DNA methylation and hematopoietic malignancies
· TET proteins and gene expression
· Alternative explanations for hematopoietic malignancies
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