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[bookmark: _Toc2]Article summary:
1. LncRNA HOTAIR is upregulated in breast cancer tissues and cells, and its knockdown inhibits cell growth, metastasis, and invasiveness while promoting apoptosis.
2. MiR-20a-5p is a target of lncRNA HOTAIR and has a negative correlation with it; miR-20a-5p overexpression suppresses cell growth, mobility, and invasiveness while promoting apoptosis.
3. HMGA2 is a target of miR-20a-5p which significantly induces carcinogenesis of BC; tumor xenograft study confirms the correlation of lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis on BC development in vivo.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
[bookmark: _Toc4]Article analysis:
This article provides an overview of the role of lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis in the development of breast cancer (BC). The authors present evidence from microarray data analysis from the Cancer Genome Atlas (TCGA) database, qRT‐PCR experiments, MTT and colony formation assays, TUNEL assay, transwell assay, RNA pull‐down and dual luciferase assays as well as tumor xenograft studies to support their claims. The article appears to be reliable overall as it presents evidence from multiple sources to back up its claims. 
However, there are some potential biases that should be noted. For example, the authors do not discuss any possible risks associated with their findings or provide any counterarguments to their claims. Additionally, they do not explore any other potential mechanisms that could be involved in BC development beyond the lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis. Furthermore, they do not present both sides equally when discussing their findings; instead they focus solely on how this axis affects BC development without exploring any other potential effects or implications it may have. Finally, there is some promotional content in the article as it focuses solely on how this axis can be used for gene therapy against neoplasms without exploring any other potential applications or implications it may have. 
In conclusion, this article provides an overview of the role of lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis in the development of breast cancer but there are some potential biases that should be noted such as missing points of consideration and missing evidence for the claims made as well as unexplored counterarguments and promotional content which should be taken into account when evaluating its trustworthiness and reliability.
[bookmark: _Toc5]Topics for further research:
· Breast cancer risk factors
· Potential mechanisms of breast cancer development
· Gene therapy applications
· Implications of lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis
· Counterarguments to lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis in breast cancer
· Evidence for other potential roles of lncRNA HOTAIR/miR‐20a‐5p/HMGA2 axis
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