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GEO Accession viewerhttps://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE144239
[bookmark: _Toc2]Article summary:
1. This article describes a study that combined single-cell RNA-sequencing, spatial transcriptomics, and multiplexed ion-beam imaging to define the cellular composition and spatial architecture of human squamous cell carcinoma tumors.
2. The study was conducted by Ji AL and Rubin AJ at the Icahn School of Medicine at Mount Sinai in New York.
3. The results of the study were published in Cell 2020 Jul 23;182(2):497-514.e22.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy, as it provides detailed information about the study conducted by Ji AL and Rubin AJ at the Icahn School of Medicine at Mount Sinai in New York. The article also provides citations for the results of the study, which adds to its credibility. Furthermore, the article includes supplementary files such as GSE144239_RAW.tar, GSE144239_ST_Visium_counts.txt.gz, GSE144239_ST_all_counts.txt.gz, and GSE144239_ST_barcode_id.txt.gz which provide additional evidence for the claims made in the article and further add to its trustworthiness and reliability. 
The only potential bias that could be identified is that there is no mention of any possible risks associated with conducting this type of research or any counterarguments to the findings presented in this article. However, since this is a scientific paper rather than an opinion piece or news report, it is not expected to present both sides equally or explore counterarguments in detail; thus this does not detract from its overall trustworthiness or reliability significantly.
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· Single-cell RNA sequencing
· Cell type identification
· Transcriptome analysis
· Mount Sinai Icahn School of Medicine
· Single-cell transcriptomics
· Single-cell gene expression
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