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1. The article presents two cryo-electron microscopy structures of Rhodopseudomonas palustris RC-LH1 complexes, one with an open 14-subunit LH1 ring interrupted by protein-W and the other with a closed 16-subunit LH1 ring.
2. Comparison of these structures provides insights into quinone dynamics within RC-LH1 complexes, including a previously unidentified conformational change upon quinone binding at the RC QB site, and the locations of accessory quinone binding sites that aid their delivery to the RC.
3. Protein-W creates a channel for accelerated quinone/quinol exchange, and multiple conserved lipid and quinone binding sites are identified.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
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The article “Structures of Rhodopseudomonas palustris RC-LH1 complexes with open or closed quinone channels” is a well written and comprehensive piece of research that provides valuable insights into the dynamics of quinone/quinol binding and exchange in the RC-LH1 core complexes of purple phototrophic bacteria. The authors have presented two cryo–electron microscopy structures of Rps. palustris RC-LH1 complexes, one with an open 14-subunit LH1 ring interrupted by protein-W and the other with a closed 16-subunit LH1 ring, which provide detailed information about the structure and function of these complexes. The authors have also provided evidence from spectral analysis, time resolved absorption spectroscopy, cytochrome c2 oxidation experiments, and SDS–polyacrylamide gel electrophoresis to support their findings.
The article is reliable in terms of its content as it is based on rigorous scientific research conducted by experienced researchers in this field. The authors have provided sufficient evidence to support their claims and conclusions, making it clear that they have taken all necessary steps to ensure accuracy in their results. Furthermore, they have discussed potential limitations in their study such as heterogeneous cleavage of peptides observed in mass spectrometry analysis which could affect the accuracy of their results.
In conclusion, this article is trustworthy due to its comprehensive approach to understanding the dynamics of quinone/quinol binding and exchange in purple phototrophic bacteria's RC-LH1 core complexes. The authors have provided sufficient evidence to support their claims while also acknowledging potential limitations in their study
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