[bookmark: _Toc1]Article information:
Exome-wide association study to identify rare variants influencing COVID-19 outcomes: Results from the Host Genetics Initiative | PLOS Geneticshttps://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1010367
[bookmark: _Toc2]Article summary:
1. The Host Genetics Initiative conducted an exome-wide association study to identify rare variants influencing COVID-19 outcomes.
2. Results from the study were published in PLOS Genetics and included contributions from over 100 researchers from around the world.
3. The study identified several rare variants associated with increased risk of severe COVID-19 outcomes, providing new insights into the genetic basis of the disease.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is a reliable source of information as it is an open access peer-reviewed research article published in PLOS Genetics, a reputable scientific journal. The authors are well qualified and have provided detailed information about their methods and results, which adds to its trustworthiness. Furthermore, the article has been written by over 100 researchers from around the world, which adds to its credibility and reliability. 
However, there are some potential biases that should be noted when considering this article. Firstly, the study was funded by various organizations such as Regeneron Genetics Center and Mount Sinai Clinical Intelligence Center, which may lead to bias in favor of certain results or conclusions being drawn from the data collected. Additionally, due to the large number of authors involved in this project, it is possible that some points may have been overlooked or not given enough consideration when drawing conclusions from the data collected. Finally, while this study provides valuable insights into the genetic basis of COVID-19 outcomes, further research is needed to fully understand how these variants influence disease severity and progression.
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· COVID-19 genetic variants 
· Impact of genetic variants on disease severity 
· Role of genetic variants in disease progression 
· Regeneron Genetics Center funding 
· Mount Sinai Clinical Intelligence Center funding 
· Further research on COVID-19 genetics
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