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[bookmark: _Toc2]Article summary:
1. The signal sequence for a secretory protein is the first designated peptide sequence that exhibits similarity with the common amino-acid domain located at the N-terminus of all secretory proteins.
2. Mutational analysis of the GLuc signal sequence revealed that the GLuc hydrophobic peptide length was lower limit for effective secretion and that the N-terminal basic residue was indispensable.
3. A stretch containing sixteen consecutive methionine residues (M16) showed the highest activity; this M16 sequence was utilized for the secretory production of human leukemia inhibitory factor protein in yeast, resulting in enhanced secreted protein yield.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article is generally reliable and trustworthy, as it provides detailed information about synthetic signal sequences and their role in efficient secretory protein production in yeast Kluyveromyces marxianus. The article is well-researched and provides evidence to support its claims, such as mutational analysis of the GLuc signal sequence which revealed that the GLuc hydrophobic peptide length was lower limit for effective secretion and that the N-terminal basic residue was indispensable. Furthermore, it presents a new concept for providing secretory signal sequence ability in K. marxianus, determined by number of residues of a single hydrophobic residue located between N-terminal basic and C-terminal acidic amino acid boundaries. 
The article does not appear to be biased or one-sided, as it presents both sides equally and does not promote any particular point of view or agenda. It also does not contain any promotional content or partiality towards any particular viewpoint or opinion. Additionally, possible risks are noted throughout the article, such as potential side effects from using synthetic signal sequences instead of natural ones. 
The only potential issue with this article is that it does not explore counterarguments or present any missing points of consideration regarding its claims or findings. However, overall this article appears to be reliable and trustworthy due to its detailed research and evidence provided to support its claims.
[bookmark: _Toc5]Topics for further research:
· Synthetic signal sequence efficiency
· Secretory protein production in yeast
· Hydrophobic peptide length
· N-terminal basic residue
· Synthetic signal sequence ability
· Side effects of synthetic signal sequences
[bookmark: _Toc6]Report location:
https://www.fullpicture.app/item/4c81b27c18938c0b5f51db83bb7a352c
Report created by FullPicture.app
