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[bookmark: _Toc2]Article summary:
1. This article examines the epigenome dynamics of human placental cytotrophoblast cells over gestation and how these changes are altered in placental disease. 
2. The authors used single-cell RNA sequencing to analyze the epigenetic landscape of placental cells from healthy pregnancies and those with preeclampsia, a common pregnancy complication. 
3. They found that the epigenetic landscape of placental cells changed significantly over gestation, and that these changes were further altered in preeclampsia.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy, as it is published in a reputable journal (Developmental Cell) and has been peer-reviewed by experts in the field. The authors have provided evidence for their claims through single-cell RNA sequencing data, which supports their conclusions about the epigenetic landscape of placental cells over gestation and its alteration in preeclampsia. Furthermore, they have discussed potential limitations of their study, such as the small sample size and lack of longitudinal data, which helps to provide an honest assessment of their findings. 
However, there are some potential biases that should be noted. For example, the authors do not discuss any possible counterarguments or alternative explanations for their findings; this could lead to a one-sided interpretation of the results. Additionally, while they have discussed potential risks associated with preeclampsia, they do not explore any other possible risks associated with this condition or its treatment options. Finally, while they have provided evidence for their claims through single-cell RNA sequencing data, it would be beneficial if they had also included additional evidence from other sources to further support their conclusions.
[bookmark: _Toc5]Topics for further research:
· Preeclampsia risk factors
· Preeclampsia treatment options
· Placental epigenetics
· Longitudinal data in preeclampsia research
· Single-cell RNA sequencing
· Alternative explanations for preeclampsia
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