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1. Machine-learning methods provide unprecedented opportunities for studies in understanding and exploiting protein allostery.
2. Machine-learning methods have been used to develop prediction models for protein allosteric properties, including allosteric sites and effectors.
3. Machine-learning strategies are being used to characterize allosteric mechanisms and drug design targeting SARS-CoV-2.
[bookmark: _Toc3]Article rating:
Appears moderately imbalanced: The article provides some useful information, but is missing several important points or pieces of evidence that would be required to present the discussed topics in a balanced and reliable way. You are encouraged to seek a more balanced perspective on the presented issues by exploring the provided research topics and looking at different information sources.
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The article “Machine learning and protein allostery” is a comprehensive review of the use of machine learning techniques in the study of protein allostery. The article provides an overview of recent developments in applications of machine learning methods for studies of allosteric mechanisms, prediction of allosteric effects and allostery-related physicochemical properties, and allosteric protein engineering. It also reviews the applications of machine learning strategies for characterization of allosteric mechanisms and drug design targeting SARS-CoV-2. 
The article is well written and provides a thorough overview of the topic, however there are some potential biases that should be noted. For example, the article does not discuss any potential risks associated with using machine learning techniques in this field or any possible limitations or drawbacks that could arise from their use. Additionally, while the article does mention some counterarguments to certain points made throughout the text, it does not explore them in depth or present both sides equally. Furthermore, there are some unsupported claims made throughout the text which could benefit from further evidence or explanation as to why they are true. 
In conclusion, while this article provides a comprehensive overview on the use of machine learning techniques in studying protein allostery, it should be read with caution due to potential biases such as lack of discussion on potential risks associated with its use, lack of exploration into counterarguments presented throughout the text, and unsupported claims made throughout the text which could benefit from further evidence or explanation as to why they are true.
[bookmark: _Toc5]Topics for further research:
· Potential risks of machine learning in protein allostery
· Limitations of machine learning in protein allostery
· Advantages of machine learning in protein allostery
· Counterarguments to machine learning in protein allostery
· Evidence for claims made in machine learning in protein allostery
· Drug design targeting SARS-CoV-2 using machine learning
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