[bookmark: _Toc1]Article information:
Molecular and cellular evolution of the amygdala across species analyzed by single-nucleus transcriptome profiling | Cell Discoveryhttps://www.nature.com/articles/s41421-022-00506-y
[bookmark: _Toc2]Article summary:
1. The amygdala is a complex structure involved in various neurological functions, such as reproduction, fear/escape responses, emotional valence, memory encoding, feeding, and social behaviors.
2. Recent advances in single-cell and single-nucleus RNA-sequencing technologies have enabled the molecular characterization of diverse cell types in different brain regions across species.
3. This study applied single-nucleus transcriptomic methods to profile human, macaque, mouse, and chicken amygdala homologs to explore the evolutionary conservation and divergence of the amygdala.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article “Molecular and cellular evolution of the amygdala across species analyzed by single-nucleus transcriptome profiling” provides an overview of recent advances in single-cell and single-nucleus RNA sequencing technologies that have enabled the molecular characterization of diverse cell types in different brain regions across species. The authors then apply these technologies to profile human, macaque, mouse, and chicken amygdala homologs to explore the evolutionary conservation and divergence of the amygdala. 
The article is well written with clear explanations of the research methods used and results obtained from them. The authors provide evidence for their claims through references to previous studies on the topic as well as their own data from snRNA-seq assays using human, macaque, mouse, and chicken samples. The article does not appear to be biased or one sided; it presents both sides equally by discussing both similarities between species as well as differences between them when it comes to the composition of their amygdalas. 
The only potential issue with this article is that it does not discuss any possible risks associated with its research methods or findings. While there are no known risks associated with snRNA-seq assays or exploring evolutionary conservation/divergence of amygdalas across species at this time, it would be beneficial for future readers if these potential risks were discussed in more detail so they can make an informed decision about whether or not they want to pursue further research on this topic.
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· Evolutionary conservation of amygdala
· Molecular characterization of amygdala
· Single-cell RNA sequencing
· Single-nucleus RNA sequencing
· Risks associated with snRNA-seq assays
· Amygdala homologs across species
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