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[bookmark: _Toc2]Article summary:
1. This article presents a workflow for creating chemical space networks (CSNs) using RDKit and NetworkX with a dataset collected from ChEMBL associated with the glucocorticoid receptor.
2. The workflow includes data curation, computing pairwise relationships of compounds, compiling data into the network data structure, and then plotting the network.
3. The code used in this article is available as Jupyter Notebooks at https://github.com/vfscalfani/CSN_tutorial.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article “Visualizing Chemical Space Networks with RDKit and NetworkX” is an informative and well-structured piece of work that provides a detailed overview of how to create CSNs using RDKit and NetworkX with a dataset collected from ChEMBL associated with the glucocorticoid receptor. The authors have provided clear instructions on how to carry out each step in the workflow, as well as providing code examples for readers to follow along. 
The authors have also made it clear that their primary focus is to demonstrate a CSN workflow from pairwise calculations to visualization, rather than focusing on identifying or hypothesizing any specific scientific conclusions from the sample glucocorticoid receptor data. Furthermore, they have noted that their methods were heavily influenced and adapted from published reports by Bajorath and coworkers [1, 2, 5, 7], which adds credibility to their work as it has been based on existing research in this field. 
In terms of trustworthiness and reliability of the article, there are no obvious biases or unsupported claims present in the text; all claims are supported by evidence such as references to other works in this field or code examples provided by the authors themselves. Additionally, all possible risks associated with carrying out these steps are noted throughout the text so readers can be aware of any potential issues before attempting them themselves. 
In conclusion, this article is reliable and trustworthy due to its clear structure and lack of bias or unsupported claims; it provides an informative overview of how to create CSNs using RDKit and NetworkX with a dataset collected from ChEMBL associated with the glucocorticoid receptor which could be useful for those looking to explore this topic further.
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