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Genome-wide profiling of HPV integration in cervical cancer identifies clustered genomic hot spots and a potential microhomology-mediated integration mechanism | Nature Geneticshttps://www.nature.com/articles/ng.3178
[bookmark: _Toc2]Article summary:
1. HPV infection is a major cause of cervical cancer, and HPV integration into the host genome is considered an important risk factor for its development.
2. A new high-throughput sequencing method was used to identify 3,666 HPV integration breakpoints in 135 samples, including CINs and cervical carcinomas.
3. The data revealed clustered genomic hot spots and potential mechanisms of HPV integration, suggesting that HPV may randomly integrate into the host genome on the basis of genome accessibility.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article provides a comprehensive overview of the current understanding of HPV integration in cervical cancer and presents a novel method for detecting such integrations at single-nucleotide resolution. The authors have done an excellent job in presenting their findings in a clear and concise manner, providing detailed information on their methods and results as well as discussing potential implications for further research. 
The article does not appear to be biased or one-sided; it presents both sides of the argument fairly and objectively. It also provides evidence to support its claims, such as data from previous studies and validation experiments conducted by the authors themselves. Furthermore, it acknowledges potential limitations of their study (e.g., small sample size) and suggests directions for future research (e.g., exploring other mechanisms of HPV integration). 
In conclusion, this article appears to be reliable and trustworthy; it is well-researched, unbiased, objective, and provides evidence to support its claims.
[bookmark: _Toc5]Topics for further research:
· HPV integration in cervical cancer
· HPV integration detection methods
· HPV integration mechanisms
· HPV integration implications
· HPV integration validation experiments
· HPV integration sample size limitations
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