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[bookmark: _Toc2]Article summary:
1. This article reviews the latest advances in molecular biology of hibernation in mammals, including the roles of small molecules, seasonal changes in gene expression, cold-induced RNA binding proteins, thermosensory systems and emerging information on hibernating primates.
2. It provides an interactive transcriptome browser for 14,261 ground squirrel genes with mRNA levels during active and torpor phases.
3. It discusses recent discoveries about molecular interactions that lead to near-freezing body temperatures, single-digit heart rates and days of slowed metabolism with reduced oxygen consumption.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy as it is published by The Company of Biologists Ltd., a reputable scientific publisher. The author is also a professor at Oregon State University's Department of Biochemistry and Biophysics, which adds credibility to the article. Furthermore, the article provides an interactive transcriptome browser for 14,261 ground squirrel genes with mRNA levels during active and torpor phases which further supports its claims.
However, there are some potential biases that should be noted. For example, the author is a co-inventor of technology derived from Klein et al (2010), which could potentially influence his views on certain topics discussed in the article. Additionally, he is an advisor for Fauna Bio Inc., which could also influence his views on certain topics discussed in the article.
Furthermore, while the article does provide evidence for its claims such as providing an interactive transcriptome browser for 14,261 ground squirrel genes with mRNA levels during active and torpor phases as well as discussing recent discoveries about molecular interactions that lead to near-freezing body temperatures etc., it does not explore any counterarguments or present both sides equally when discussing certain topics such as how hibernation can be seen as a series of physiological adaptations across various tissues and organs that allow animals to survive extreme climates etc.. 
In conclusion, while this article is generally reliable and trustworthy due to its publication by The Company of Biologists Ltd., there are some potential biases that should be noted such as the author being a co-inventor of technology derived from Klein et al (2010) and being an advisor for Fauna Bio Inc., as well as not exploring any counterarguments or presenting both sides equally when discussing certain topics.
[bookmark: _Toc5]Topics for further research:
· Hibernation adaptations
· Molecular interactions in hibernation
· Physiological adaptations in hibernation
· Ground squirrel hibernation
· Extreme climate survival strategies
· Counterarguments to hibernation theories
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