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[bookmark: _Toc2]Article summary:
1. Bacterial leaf streak (BLS) is a destructive disease in rice, and resistance to it is quantitatively inherited.
2. A QTL with relatively large effect, qBlsr5a, was mapped to a region of ∼ 380 kb on chromosome 5.
3. By genotyping the sub-CSSLs with molecular markers covering the target region and phenotyping the sub-CSSLs with artificial inoculation, qBlsr5a was delimited to a 30.0-kb interval, in which only three genes were predicted.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article “Toward the positional cloning of qBlsr5a, a QTL underlying resistance to bacterial leaf streak, using overlapping sub-CSSLs in rice” is an informative and reliable source of information about the genetic basis of bacterial leaf streak resistance in rice. The authors provide detailed descriptions of their methods and results, as well as clear explanations of their findings. The article does not appear to be biased or one-sided; rather, it presents both sides equally by providing evidence for both the resistant and susceptible parental lines. Furthermore, there are no unsupported claims or missing points of consideration; all claims are backed up by evidence from experiments conducted by the authors. Additionally, there is no promotional content or partiality present in the article; instead, it provides an objective overview of the research conducted by the authors. Finally, possible risks are noted throughout the article; for example, it mentions that further studies are needed to confirm whether LOC_Os05g01710 is indeed responsible for qBlsr5a resistance. All in all, this article is trustworthy and reliable source of information about bacterial leaf streak resistance in rice.
[bookmark: _Toc5]Topics for further research:
· Bacterial leaf streak resistance in rice
· QTL mapping of qBlsr5a
· Overlapping sub-CSSLs in rice
· Genetic basis of bacterial leaf streak resistance
· LOC_Os05g01710 and qBlsr5a resistance
· Molecular mechanisms of bacterial leaf streak resistance
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