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Coevolution of ribosomal RNA expansion segment 7L and assembly factor Noc2p specializes the ribosome biogenesis pathway between Saccharomyces cerevisiae and Candida albicans - PMChttps://www.ncbi.nlm.nih.gov/pmc/articles/PMC8096215/
[bookmark: _Toc2]Article summary:
1. This study investigated the role of species-specific ribosomal RNA (rRNA) variations in pre-ribosome processing and growth defects.
2. The authors found that swapping Saccharomyces cerevisiae 25S rRNA genes with non-S. cerevisiae homologs caused moderate to severe pre-rRNA processing defects, which could be attributed primarily to variations in expansion segment 7L (ES7L).
3. The findings suggest that coevolution of rRNA expansion segments and cognate assembly factors specialized the ribosome biogenesis pathway, providing further insights into the function and evolution of ribosome.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy as it provides a comprehensive overview of the research conducted by the authors, including detailed descriptions of their methods, results, and conclusions. The article also includes references to relevant literature to support its claims. Furthermore, the authors have provided evidence for their claims by demonstrating how swapping ES7L attenuated the incorporation of Noc2p and other proteins into pre-ribosomes, which could be compensated for by Noc2p-K384R. 
However, there are some potential biases in the article that should be noted. For example, while the authors provide evidence for their claims regarding ES7L’s role in regulating pre-ribosome processing, they do not explore any counterarguments or alternative explanations for their findings. Additionally, while they discuss how species-specific rRNA variations may specialize ribosome biogenesis pathways across different species, they do not provide any evidence or examples to support this claim. Finally, while they discuss potential risks associated with their research (e.g., growth defects), they do not provide any information about possible solutions or strategies for mitigating these risks.
[bookmark: _Toc5]Topics for further research:
· Species-specific ribosome biogenesis pathways
· Ribosome biogenesis regulation mechanisms
· Pre-ribosome processing
· Noc2p-K384R protein
· Mitigation strategies for growth defects
· Alternative explanations for pre-ribosome processing
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