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[bookmark: _Toc2]Article summary:
1. The article presents a validation and polishing strategy for telomere-to-telomere genome assemblies.
2. All data types and assemblies are available on GitHub, as well as the retrained PEPPER model used for telomere polishing.
3. The tools used in the evaluation and polishing strategy are openly available on GitHub, with exact codes used for CHM13v0.9 and CHM13v1.0 also available.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article is generally reliable and trustworthy, providing detailed information about the validation and polishing strategies for telomere-to-telomere genome assemblies. The authors provide clear instructions on how to access all data types and assemblies, as well as the retrained PEPPER model used for telomere polishing, making it easy to replicate their work. Furthermore, they make all of the tools used in their evaluation and polishing strategy openly available on GitHub, with exact codes used for CHM13v0.9 and CHM13v1.0 also provided. 
The article does not appear to be biased or one-sided in its reporting; it provides an objective overview of the strategies employed by the authors without any promotional content or partiality towards any particular viewpoint or opinion. It also does not appear to be missing any points of consideration or evidence for its claims; all relevant information is provided in detail throughout the article, allowing readers to draw their own conclusions from the data presented. Additionally, there are no unexplored counterarguments or missing counterpoints; all potential risks associated with these strategies are noted throughout the article, ensuring that readers have a full understanding of both sides of this issue before making any decisions based on this information.
[bookmark: _Toc5]Topics for further research:
· Telomere-to-telomere genome assembly validation
· Telomere-to-telomere genome assembly polishing
· CHM13v0.9 and CHM13v1.0
· PEPPER model retraining
· Telomere-to-telomere genome assembly risks
· Telomere-to-telomere genome assembly tools
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