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1. The 3-ketoacyl-CoA synthase (KCS) gene, WFL, is involved in the biosynthesis of very long chain fatty acids and cuticular wax in Medicago truncatula.
2. The wfl mutant lines showed a phenotype of organ fusion due to reduced formation of cuticular wax and altered wax composition on the leaf surface.
3. WFL plays a key role in cuticular wax formation and late stage leaf and flower development in M. truncatula.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article “The 3-ketoacyl-CoA synthase WFL is involved in lateral organ development and cuticular wax synthesis in Medicago truncatula” provides an overview of the role of the KCS gene, WFL, in the biosynthesis of very long chain fatty acids and cuticular waxes in Medicago truncatula. The article is well written and provides a comprehensive overview of the research conducted on this topic. The authors provide evidence for their claims through extensive screening of Tnt1 retrotransposon insertion population, reverse transcription-quantitative PCR analysis, and in situ hybridization experiments. 
The article does not appear to be biased or one-sided as it presents both sides equally by providing evidence for both the wild type plants as well as the wfl mutants. Furthermore, all potential risks are noted throughout the article such as reduced formation of cuticular wax leading to developmental defects observed in wfl mutants. 
However, there are some missing points that could have been explored further such as how other genes may be involved in VLCFA biosynthesis or how other environmental factors may affect VLCFA biosynthesis. Additionally, more evidence could have been provided to support some of the claims made such as how exactly changes in wax composition lead to organ fusion or what other effects these changes may have on plant development. 
In conclusion, this article provides a comprehensive overview of the role of KCS gene WFL in VLCFA biosynthesis and its effect on plant development with minimal bias or one-sided reporting. However, there are some missing points that could have been explored further which would have strengthened the overall argument presented by the authors.
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· VLCFA biosynthesis pathways
· Environmental factors affecting VLCFA biosynthesis
· Role of other genes in VLCFA biosynthesis
· Effects of wax composition changes on plant development
· Organ fusion caused by wax composition changes
· Cuticular wax synthesis in plants
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