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[bookmark: _Toc2]Article summary:
1. Pagiophloeus tsushimanus is an emerging insect pest that exclusively infests camphor trees.
2. Hormetic response in larval growth was observed in terpenoid-feeding individuals, and RNA-seq and RT-qPCR analysis revealed the cooperation of CYP450 and cuticular protein to counter host terpenoid defences.
3. This study provides clues for understanding the adaptation of monophagous pests to host chemical challenges.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
[bookmark: _Toc4]Article analysis:
The article is generally reliable and trustworthy, as it provides a comprehensive overview of the research conducted on Pagiophloeus tsushimanus, an emerging insect pest that exclusively infests camphor trees. The article presents evidence from both laboratory experiments and RNA sequencing to support its claims, which adds credibility to the findings presented in the article. Furthermore, the authors provide a detailed discussion of their results, which allows readers to gain a better understanding of the implications of their findings. 
However, there are some potential biases present in the article that should be noted. For example, while the authors discuss how CYP450 monooxygenases are pivotal to metabolic resistance, they do not explore any potential counterarguments or alternative explanations for this phenomenon. Additionally, while the authors discuss how structural cuticular proteins may be involved in cuticular resistance to xenobiotics, they do not provide any evidence or data to support this claim. Finally, while the authors discuss how next-generation RNA sequencing can be used to characterize transcriptomic responses in gene expression and regulation, they do not mention any potential risks associated with this technique or any possible limitations that could affect its accuracy or reliability. 
In conclusion, while this article is generally reliable and trustworthy due to its comprehensive overview of research conducted on Pagiophloeus tsushimanus and its use of evidence from laboratory experiments and RNA sequencing to support its claims, there are some potential biases present that should be noted when evaluating its trustworthiness and reliability.
[bookmark: _Toc5]Topics for further research:
· Metabolic resistance mechanisms
· Cuticular protein resistance
· RNA sequencing risks
· Alternative explanations for CYP450 monooxygenases
· Limitations of next-generation RNA sequencing
· Camphor tree pest control strategies
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