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Single-cell RNA sequencing reveals midbrain dopamine neuron diversity emerging during mouse brain development | Nature Communicationshttps://www.nature.com/articles/s41467-019-08453-1
[bookmark: _Toc2]Article summary:
1. Single-cell RNA sequencing has been used to study midbrain dopamine (mDA) neuron development in mice, revealing a diverse range of mDA neuron subtypes.
2. The transcription factor Pitx3 is expressed in all adult mDA neurons and was used to isolate GFP-positive cells from dissected ventral midbrain of Pitx3eGFP/wt embryos and mice from different stages of development up until adulthood.
3. Analysis of the single cell data set revealed two major branches of developing Pitx3-expressing cells with low levels of Dat to the left side and high levels of Dat to the right side, as well as seven subgroups expressing either moderate or high levels of Th.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article “Single-cell RNA sequencing reveals midbrain dopamine neuron diversity emerging during mouse brain development” is an informative piece that provides insight into the complexity and diversity of midbrain dopamine neurons during mouse brain development. The authors use single-cell RNA sequencing (scRNAseq) to analyze gene expression in individual cells from embryonic days (E) 13.5, 15.5, 18.5, and postnatal days (P) 1, 7, and 90 in order to identify distinct cellular states and diversity at the genome-wide level.
The article is generally reliable; however, there are some potential biases that should be noted. First, the authors focus solely on mouse brain development when discussing their findings; thus, it is unclear whether these results can be extrapolated to other species or if they are specific to mice only. Additionally, while the authors provide evidence for their claims through fluorescent in situ hybridization (FISH), they do not provide any evidence for their claims regarding possible risks associated with their findings or any unexplored counterarguments that could challenge their conclusions. Furthermore, while the authors discuss potential applications for stem cell replacement therapy for Parkinson’s disease (PD), they do not provide any evidence or discussion regarding how this research could be applied in a clinical setting or what further research needs to be done before such therapies can be implemented safely and effectively.
In conclusion, while this article provides valuable insight into midbrain dopamine neuron diversity during mouse brain development using scRNAseq technology, there are some potential biases that should be noted when evaluating its trustworthiness and reliability.
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· Stem cell replacement therapy for Parkinson’s disease
· Fluorescent in situ hybridization (FISH)
· Single-cell RNA sequencing (scRNAseq)
· Midbrain dopamine neuron diversity
· Mouse brain development
· Clinical applications of scRNAseq technology
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