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[bookmark: _Toc2]Article summary:
1. Single-cell RNA sequencing (scRNA-seq) was used to analyze bone marrow samples from primary refractory or short-term relapsed AML patients and define the transcriptional intratumoral heterogeneity.
2. A subpopulation of quiescent stem-like cells (QSCs) were found to be involved in the chemoresistance and poor outcomes of AML.
3. LGALS1 was identified as a promising target for chemoresistant AML, and LGALS1 inhibitor could help eliminate QSCs and enhance chemotherapy in patient-derived primary AML cells, cell lines, and AML xenograft models.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
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The article is generally reliable and trustworthy, providing an in-depth analysis of single-cell RNA sequencing (scRNA-seq) data from bone marrow samples of primary refractory or short-term relapsed acute myeloid leukemia (AML) patients. The authors provide evidence for their claims by performing longitudinal scRNA-seq analyses, flow cytometric analysis, interaction studies between CD52-SIGLEC10 between QSCs and monocytes, as well as LGALS1 inhibitor experiments on patient-derived primary AML cells, cell lines, and AML xenograft models. The article does not appear to have any biases or one sided reporting; all claims are supported with evidence from experiments conducted by the authors. There are no missing points of consideration or missing evidence for the claims made; all relevant information is provided in the article. Furthermore, there are no unexplored counterarguments or promotional content present in the article; it is written objectively without any partiality towards any particular point of view. Possible risks associated with targeting chemoresistant LSC subpopulations are noted throughout the article, making it clear that further research is needed before any clinical applications can be considered. Finally, both sides of the argument are presented equally throughout the article; no opinion is favored over another.
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· Acute Myeloid Leukemia Treatment
· Single-Cell RNA Sequencing
· Chemoresistant Leukemia Stem Cells
· CD52-SIGLEC10 Interaction
· LGALS1 Inhibitor Experiments
· AML Xenograft Models
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