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[bookmark: _Toc2]Article summary:
1. Tumor mutation burden (TMB) estimated by a 69-gene panel is associated with overall survival in patients with diffuse large B-cell lymphoma.
2. Higher TMB is significantly associated with a poor OS for DLBCL patients, and this association was validated using data from the Cancer Genome Atlas (TCGA) database.
3. A nomogram model constructed by panel-TMB, stage, and IPI can predict the 1-, 2- and 3-year OS rates of DLBCL patients.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
[bookmark: _Toc4]Article analysis:
The article “Tumor mutation burden estimated by a 69-gene-panel is associated with overall survival in patients with diffuse large B-cell lymphoma” provides evidence that tumor mutation burden (TMB) estimated by a 69-gene panel is associated with overall survival in patients with diffuse large B-cell lymphoma (DLBCL). The article presents data from two datasets – the Guangdong Provincial People’s Hospital dataset (GDPH dataset) and the Cancer Genome Atlas (TCGA) dataset – to support its claims. The authors also present a nomogram model constructed by panel-TMB, stage, and IPI which can predict the 1-, 2-, and 3-year OS rates of DLBCL patients. 
The article appears to be reliable as it provides evidence from two datasets to support its claims. Furthermore, the authors provide detailed information on their methods used to analyze the data, which adds credibility to their findings. However, there are some potential biases that should be noted when evaluating this article. First, both datasets used in this study were limited in size; thus, further research should be conducted using larger datasets to confirm these findings. Additionally, while the authors discuss potential prognostic implications of their findings for DLBCL patients, they do not explore any potential therapeutic implications or applications of their results; thus, further research should be conducted to explore these possibilities as well. Finally, while the authors discuss potential correlations between TMB and other clinical factors such as age and LDH levels, they do not explore any potential underlying mechanisms that may explain these correlations; thus further research should be conducted to investigate these mechanisms as well.
[bookmark: _Toc5]Topics for further research:
· Diffuse large B-cell lymphoma prognosis
· Tumor mutation burden therapeutic implications
· Tumor mutation burden correlation mechanisms
· Large dataset analysis of DLBCL
· Nomogram model for DLBCL prognosis
· IPI and overall survival in DLBCL
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