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[bookmark: _Toc2]Article summary:
1. This paper presents a database of literature dating back to 1987 that comprehensively documents the historical evolution and current development in data collection and analysis in spatial transcriptomics.
2. The database was curated by searching keywords such as “spatial transcriptomics” and “Visium” on PubMed and bioRxiv, and manually screening literature citing influential papers in the field.
3. Various forms of in situ hybridization (ISH) have been used for a long time to visualize gene expression in space, with radioactive ISH first introduced in 1969, visualizing ribosomal RNA, and non-radioactive fluorescent or colorimetric ISH developed in the 1970s and early 1980s.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
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The article is generally reliable and trustworthy, providing an overview of the history of spatial transcriptomics methods from 1987 onwards. It is well-researched, with comprehensive metadata collected from relevant literature sources such as PubMed and bioRxiv. The article also provides a detailed timeline of major events related to the development of prequel era technologies such as radioactive ISH (1969) and fluorescent ISH (1977). Furthermore, it includes a timeline of major WM ISH atlases and gene expression pattern databases from 1994 onwards. 
The article does not appear to be biased or one-sided; it presents both sides equally by providing an overview of both prequel era technologies (such as radioactive ISH) as well as current-era technologies (such as single-molecule fluorescent in situ hybridization). It also does not appear to contain any promotional content or partiality towards any particular technology or method. 
The only potential issue with the article is that it does not explore any counterarguments or possible risks associated with using these technologies for studying spatial transcriptomics. However, this is likely due to the fact that this article is intended to provide an overview rather than a critical analysis of these methods.
[bookmark: _Toc5]Topics for further research:
· Risks of spatial transcriptomics
· Limitations of fluorescent ISH
· Advantages of radioactive ISH
· Applications of single-molecule fluorescent in situ hybridization
· Comparison of WM ISH atlases
· Gene expression pattern databases
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