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[bookmark: _Toc2]Article summary:
1. This article evaluates the potential of ribotyping as a tool for identification of Corynebacterium species.
2. Seventy-four strains representing 26 different species or subspecies were analysed by BstEll, Smal and Sphl ribotyping.
3. The information provided by all three enzymes was considered essential for the reliable linking of starins of unknown identity with defined species in the database.
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Appears moderately imbalanced: The article provides some useful information, but is missing several important points or pieces of evidence that would be required to present the discussed topics in a balanced and reliable way. You are encouraged to seek a more balanced perspective on the presented issues by exploring the provided research topics and looking at different information sources.
[bookmark: _Toc4]Article analysis:
This article provides an evaluation of the potential of ribotyping as a tool for identification of Corynebacterium species. The authors have used 74 strains representing 26 different species or subspecies to analyse by BstEll, Smal and Sphl ribotyping. The results show that most strains belonging to the same species clustered together, and that BstEll clustering followed known phylogenetic lineages. The authors conclude that ribotyping provides an useful tool for screening and charactrization of potentially new Corynebacterium species.
The article is generally well written and presents its findings in a clear manner. However, there are some points which could be improved upon in terms of trustworthiness and reliability. Firstly, it is not clear how representative the 74 strains used in this study are; it would be beneficial to provide more information on this point, such as where they were sourced from and how they were selected. Secondly, while the authors do mention possible risks associated with using ribotyping as an identification tool (e.g., incomplete digestion with many strains), they do not explore these risks in any detail or provide any evidence to support their claims about its usefulness as a tool for identification. Finally, while the authors do mention some potential counterarguments (e.g., that Smal and Sphl patterns are more heterogeneous than BstEll patterns), they do not explore these arguments in any depth or present both sides equally when discussing their findings.
[bookmark: _Toc5]Topics for further research:
· Corynebacterium species identification
· Ribotyping reliability
· BstEll clustering
· Smal and Sphl ribotyping
· Phylogenetic lineages
· Incomplete digestion risks
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