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[bookmark: _Toc2]Article summary:
1. A barcoded library of all 3,548 human TF splice isoforms was created and applied to build a TF Atlas charting expression profiles of human embryonic stem cells (hESCs).
2. The TF Atlas mapped TF-induced expression profiles to reference cell types and validated candidate TFs for generation of diverse cell types, spanning all three germ layers and trophoblasts.
3. A strategy was developed and validated for predicting combinations of TFs that produce target expression profiles matching reference cell types to accelerate cellular engineering efforts.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy in its reporting, as it provides a comprehensive overview of the research conducted on transcription factors (TFs) and their role in gene regulation. The article is well-structured, with clear explanations of the methods used in the research, as well as the results obtained from them. Furthermore, the article does not appear to be biased or one-sided in its reporting; rather, it presents both sides equally by providing an overview of both the positive results obtained from the research as well as potential limitations or risks associated with it. Additionally, there are no unsupported claims made in the article; rather, each claim is backed up by evidence from the research conducted. 
However, there are some points that could have been explored further in order to provide a more comprehensive understanding of the research conducted. For example, while the article does provide an overview of potential risks associated with using TF overexpression for cellular engineering efforts, it does not explore these risks in detail or provide any evidence for them. Additionally, while the article does mention potential counterarguments to its findings, it does not explore these arguments further or provide any evidence against them. Finally, while there is no promotional content present in this article, it could have benefited from exploring alternative approaches to achieving similar results instead of focusing solely on TF overexpression.
[bookmark: _Toc5]Topics for further research:
· Alternative approaches to gene regulation
· Potential risks of TF overexpression
· Evidence for potential risks of TF overexpression
· Counterarguments to TF overexpression research
· Evidence against counterarguments to TF overexpression research
· Cellular engineering approaches without TF overexpression
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