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[bookmark: _Toc2]Article summary:
1. A single recessive gene, oft3, was identified as controlling the orange-fruited phenotype of a tomato elite inbred line.
2. SlIDI1 was identified as the gene underlying the oft3 locus and its expression increased with fruit ripening or flower maturation.
3. SlIDI1 produced long and short transcripts by alternative transcription initiation and alternative splicing, which may be responsible for feedback regulatory mechanisms involved in carotenoid pathway flux.
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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The article is generally reliable and trustworthy, providing evidence to support its claims through experiments such as BSA-Seq, fine mapping, genome sequence analysis, qRT–PCR analysis, CRISPR–Cas9 knockout experiments, 5’ RACE and 3’ RACE. The article also provides detailed information on the role of SlIDI1 in tomato carotenoid synthesis and its potential feedback regulatory mechanisms. 
However, there are some points that could be improved upon in terms of trustworthiness and reliability. For example, the article does not provide any information on possible risks associated with manipulating genes such as SlIDI1 or any potential implications for human health or the environment. Additionally, while the article does provide evidence to support its claims, it does not explore any counterarguments or present both sides of an argument equally. Furthermore, there is no discussion of potential biases or sources of bias in the research presented in the article. Finally, there is a lack of detail regarding how exactly SlIDI1 contributes to carotenoid synthesis beyond its role in producing long and short transcripts by alternative transcription initiation and alternative splicing.
[bookmark: _Toc5]Topics for further research:
· Risks associated with gene manipulation
· Implications of gene manipulation for human health
· Implications of gene manipulation for the environment
· Counterarguments to gene manipulation
· Sources of bias in gene manipulation research
· Mechanisms of carotenoid synthesis beyond alternative transcription initiation and alternative splicing.
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